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Area Under the Precision-Recall curve Molecular Function Sequence > 1000

Naive: Coverage  1.00, fmax  0.31, AUPR 0.12)
Diamond: Coverage  1.00, fmax  0.58, AUPR 0.14)
DeepGOCNN: Coverage  1.00, fmax  0.48, AUPR 0.30)
TransFun: Coverage  1.00, fmax  0.56, AUPR 0.50)
DeepGOPlus: Coverage  1.00, fmax  0.62, AUPR 0.56)
TransFun+: Coverage  1.00, fmax  0.60, AUPR 0.62)


