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Naive: Coverage  1.00, fmax  0.29, AUPR 0.14)
Diamond: Coverage  1.00, fmax  0.52, AUPR 0.09)
DeepGOCNN: Coverage  1.00, fmax  0.42, AUPR 0.25)
Tale: Coverage  0.89, fmax  0.41, AUPR 0.35)
TransFun: Coverage  1.00, fmax  0.57, AUPR 0.47)
DeepGOPlus: Coverage  1.00, fmax  0.53, AUPR 0.39)
Tale+: Coverage  1.00, fmax  0.55, AUPR 0.52)
NetGO3: Coverage  1.00, fmax  0.63, AUPR 0.58)
TransFun+: Coverage  1.00, fmax  0.60, AUPR 0.55)


